Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.047; wR factor = 0.109; data-to-parameter ratio = 25.4.
In the title compound, C 17 H 20 N 2 O 3 , the amino N atom is in a planar environment (sum of angles = 360.0 ). All hydroxy H atoms are involved in hydrogen bonding. In the crystal structure, two O-HÁ Á ÁO and an O-HÁ Á ÁN imino hydrogen bond result in the formation of a three-dimensional network. The latter hydrogen bonding causes distortion of the planarity of the 4-HO-C 6 H 4 -CH N-C 6 H 4 -fragment by rotation around the N-C Ph bond. The crystal studied was a nonmerohedral twin [refined BASF parameter for the major component = 0.5293 (7)].
Related literature
For Schiff bases of the general type p-R 0 -C 6 H 4 -CH=N-C 6 H 4 -R 00 -p, see: von Kö nig et al. (1982) ; Haldavanekar et al. (2009); Ferlin et al. (2004) ; Lewis et al. (2009) . For the only two structurally characterized compounds of the type with R 00 = N(alkyl) 2 , see: Nagao et al. (2002) ; Nakai et al. (1976) . For the structure of 2,2 0 -(4-{[(1E)-(4-methoxyphenyl)methylene]-amino}phenylimino) bisethanol, see: Liu et al. (2010) . For the preparation, see: Cho & Park (1997) ; Ferlin et al. (2004) ; von Kö nig et al. (1982) . For a description of the Cambridge Structural Database, see: Allen (2002 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) and OLEX2 (Dolomanov et al., 2009); software used to prepare material for publication: SHELXL97 and OLEX2.
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References Allen, F. H. (2002) . Acta Cryst. B58, 380-388. Bruker (2007 Atom N2 is also in a planar environment [sum of the valent angles 360.0 (6)°] what presents the most frequent case for aryldialkylamines (range from 317.6 to 360.0°, median value 359.0°)..
All hydroxy H-atoms in (I) are involved into hydrogen bonding [for the H-bonds lengths and angles values see the Table 1 ]. This way, O1-H1···O3 H-bonds assemble the molecules in chains stretched along the c-axis of the crystal lattice [linked molecules are connected by a simple (0,0,±1) translation]. These chains, in their turn, assemble into "foldered" zigzag layers parallel to the a0b face due to O2-H2···N1 bonds (see Fig. 2 ). Finally, O3-H3···O2 bonds join the adjacent layers what completes the entire 3D-framework (see Fig. 3 
Refinement
All non-H atoms were refined anisotropically. H atoms except of H7 and OH group ones were treated as riding atoms with distances C-H = 0.97 (CH 2 ), 0.93 Å (C Ar H), and U iso (H) = 1.2U eq (C). Atoms H7 and OH group H atoms were found from difference Fourier syntheses and refined isotropically. 
Special details
Experimental. Sample of (I) was a two-component non-merohedral twin with approximately equal component contribution. Thus, the structure of (I) was solved and pre-refined for one of the components (HKLF 4 format) and finally refined for the full set of reflexions (HKLF 5 file format). The refined BASF parameter for the prevailing component equals 0.5293 (7).
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (8) C13 0.0456 (10) 0.0515 (12) 0.0370 (10) −0.0068 (9) −0.0092 (8) 0.0010 (8) C14 0.0521 (10) 0.0451 (11) 0.0318 (9) 0.0012 (9) −0.0067 (8) −0.0011 (8) C15 0.0486 (10) 0.0451 (11) 0.0383 (10) −0.0015 (9) −0.0066 (8) −0.0017 (8) C16
0.0472 (10) 0.0608 (12) 0.0351 (10) 0.0070 (9) −0.0035 (8) 0.0014 (8) C17 0.0553 (11) 0.0654 (13) 0.0392 (10) −0.0113 (10) −0.0088 (9) 0.0078 (9) Geometric parameters (Å, °) (2) 160 (2) O2-H2···N1 ii 0.95 (2) 1.82 (2) 2.771 (2) 172 (2) O3-H3···O2 iii 0.89 (2) 1.79 (2) 2.674 (2) 174 (2) Symmetry codes: (i) x, y, z+1; (ii) x−1/2, −y+1/2, z−1/2; (iii) −x+3/2, y+1/2, −z+1/2. supplementary materials sup-8 
